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[ Abstract])

Objective: To explore causes of poor developmental competence of oocyte in vitro maturation through
analyzing difference in protein expression in cumulus cells of cumulus-oocyte complexes (COCs) during in
vivo and in vitro maturation.

Methods: The cumulus cells of mature COCs in vivo were obtained from 20 patients after oocyte
collection during ICSI-ET, as a control group. The cumulus cells of immature COCs were collected from
these 20 patients and cultured in vitro maturation, as experiment group. The differences of protein
expression in cumulus cells from both groups were analyzed by two dimensional polyacrylamide gel
electrophoresis and MALDI-TOF-TOF mass spectrograph.

Results: Thirteen proteins were up-regulated in the experimental group compared with the control
group. Among them, the expression of 7 proteins in the experimental group was 3 times higher than the
control group;6 proteins were expressed in the experimental group and had no expression in the control
group. Ten proteins were down-regulated. Among them the expression of 2 proteins in the experimental

group was 3 times higher than the control group. Eight proteins were expressed in the control group and
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had no expression in the experimental group. Five proteins were identified by MALDI-TOF-MS, which
were PRO2044 protein, KIAA1191 protein, acetyl-Coenzyme A acyltransferase 2, type Il keratin subunit
protein and ARID2 protein.

Conclusions: The differences of COCs during in vivo and in vitro maturation are identified through
proteomics techniques. The differential expression proteins are related with scavenging free radicals, anti-

apoptosis,cell cycle regulation. Therefore,it is speculated that the differential expression of these proteins

may be the causes of poor quality of oocyte in vitro maturation.
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